. Polygalacturonase (PG) and Pectin methylesterase (PME) homologous genes in segmental syntenic regions of the genomes of Brassica rapa and Arabidopsis thaliana. Conserved collinear blocks of genes (blue irregular lines) are shown between the 10 B. rapa chromosomes (horizontal axis) and the five A. thaliana chromosomes (vertical axis). Red and green dots indicate PG and PME homologs in the two species. in A. thaliana and B. rapa genomes: (a-e) Type II B BraPME genes were orthologous to type I AtPME genes; (f) Type II B BraPME gene was orthologous to the type II B AtPME gene; (g) Three type I BraPME genes were orthologous to the type II B AtPME gene. All the type II B PMEs are in the purple boxes. species. This interrelation network has been constructed using these species PME orthologous
